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Acinetobacter baumannii 53 7 1 57 3 1 4 -4 0

Campylobacter jejuni 86 8 0 88 6 0 2 -2 0

Citrobacter freundii 40 1 60 28 20 53 -12 19 -7

Clostridioides difficile 99 0 0 99 0 0 0 0 0

Enterobacter 108 0 2 107 0 3 -1 0 -1

Enterococcus faecalis 98 0 1 98 0 1 0 0 0

Enterococcus faecium 85 2 0 85 2 0 0 0 0

Escherichia coli 111 0 3 110 0 4 -1 0 1

Klebsiella aerogenes 94 2 6 87 6 9 -7 4 3

Klebsiella oxytoca 59 20 23 60 17 25 1 -3 2

Klebsiella pneumoniae 99 11 7 110 1 6 11 -10 -1

Klebsiella variicola 9 64 28 5 73 23 -4 9 -5

Legionella pneumophila 100 0 0 100 0 0 0 0 0

Listeria monocytogenes 65 0 0 65 0 0 0 0 0

Mycobacterium 91 1 1 86 6 1 -5 5 0

Mycobacteroides abscessus 100 0 1 100 0 1 0 0 0

Nanopore 68 6 2 66 9 1 -2 3 -1

Neisseria meningitidis 51 2 0 51 2 0 0 0 0

Pseudomonas aeruginosa 101 0 2 101 0 2 0 0 0

Salmonella enterica 93 1 4 94 0 4 1 -1 0

Serratia marcescens 28 4 1 23 8 2 -5 4 1

Staphylococcus aureus 116 0 1 116 0 1 0 0 0

Staphylococcus epidermidis 117 1 3 116 1 4 -1 0 1

Streptococcus dysgalactiae 86 15 2 79 22 2 -7 7 0

Streptococcus pneumoniae 100 0 0 100 0 0 0 0 0

Streptococcus pyogenes 45 1 0 46 0 0 1 -1 0

Tail samples 54 16 9 54 19 6 0 3 -3

2156 162 157 2131 195 149 -25 33 -8

2475 2475 -1.01% 1.33% -0.32%


